After publication of this study [1] , we discovered that we had unintentionally omitted to include an accession number for our ChIP-seq data. The ChIP-seq data for FOXM1 in OE33 cells is available at ArrayExpress; accession number E-MTAB-4121. In addition, we omitted to include lists of the high confidence and high coverage FOXM1 binding regions. This has now been amended in a revised Additional file 1: Table S1 which also now features a "legend" tab which more clearly explains the contents of each spreadsheet.
Additional file
Additional file 1: Table S1 . FOXM1 binding regions identified using ChIPseq in OE33 and U2OS cell lines. Data are shown according to classification as high confidence (found in both replicates) or high coverage (found when reads are combined from both replicates and binding regions recalled). (XLSX 519 kb)
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